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Current position: Professor (tenured) W3 
 
Education and career:  
1998 - 2004 Msc in Biology, University of Copenhagen, Denmark 
2004 – 2007 PhD, ETH Zurich, Switzerland 
2007 Post doc, Plant Pathology, ETH Zurich, Switzerland 
2008 – 2010 Post doc, Bioinformatics Research Center, University of Aarhus, 

Denmark 
2010 – 2012 Project Group Leader, Max Planck Institute for Terrestrial 

Microbiology, Marburg, Germany 
2012 – 2014 Max Planck Research Group Leader, MPRG Fungal Biodiversity, 

Max Planck Institute for Terrestrial Microbiology, Marburg, 
Germany 

Since 2014 
 
2025 

W3 Max Planck Professor, Christian-Albrechts University of Kiel, 
Germany 
Appointed Extraordinary Professor of the University of Pretoria, 
South Africa 

 
Selected Awards and Functions: 
2007 ETH medal November 2007 given for an outstanding PhD 

dissertation  
2008 L’Oreal-UNESCO 2008 national fellowship for women in science 
2012-2023 Steering committee member of the DFG Priority Programme “Rapid 

evolutionary adaptation: Potential and constraints” SPP1819 
2014-2024 Max Planck Fellow 
2018-2022 Member of the Dioscuri Committee of the Max Planck Society 
since 2016 Vice-Speaker of the Kiel Evolution Center 
since 2017 Associate editor PLoS Genetics, since 2023 Section Editor 
Since 2019 Speaker and co-founder of Kiel Plant Center? 
Since 2019 Member of the Plant Expert Panel of the German Research Council  
Since 2019 CIFAR fellow of the Canadian Institute for Advanced Research 

(CIFAR) 
2020 Academy Fellow, the American Academy of Microbiology 
2022 Associated Member, the French Academy of Science 
2022 
2023 
2024 
 

ERC consolidator grant for the project “FungalSecrets” 
Elected Member of the European Academy of Arts and Sciences 
Spokesperson of the DFG-funded Research Unit 
“PlantsCoChallenge” 
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2024 
2024 
 

Rudolf Heitefuß Prize from the German Society of Phyotpathology 
Appointed Extraordinary Professor of the University of Pretoria, 
South Africa 

 
Funded Projects as PI (last 10 years): 
• 03/2024: DFG-funded Research Unit PlantsCoChallenge. Main PI and 

spokesperson. 4.5 Mill € 
• 05/2023: ERC consolidator grant, FungalSecrets 2 Mill € 
• 03/2020: Co-Principal Investigator, CIFAR catalyst funding programme, 

15,000CAN$ 
• 03/2019: Co-Principal Investigator and CIFAR fellow “The Fungal Kingdom”, 

30,000€ 
• 06/2019: Principal Investigator, DFG TransEvo GRK 2501, 356.469€ 
• 10/2018-9/2021 Co-Principal Investigator Cluster of Excellence ROOTS, 68.000€ 
• 04/2019-03/2022: Principal Investigator, DFG SPP1819,  247,700€ 
• 09/2017: Co-PI ESEB network training group, 60,000 
• 11/2015-10/2019: Principal Investigator DFG SFB1182, 482,900€  
• 08/2015: Principal Investigator DFG Research Instrument, 276,500€  
• 06/2015-05/2018: Principal Investigator DFG SPP1819, 305,150€  

• 08/2014-07/2020: Principal Investigator. Individual grant from the State of 
Schleswig Holstein, Christian-Albrechts University of Kiel, 5 million € and individual 
grant and fellowship from the Max Planck Society, 1 million €.  

• 02/2012-07/2014: Principal Investigator. Individual grant and fellowship from the 
Max Planck Society, yearly budget 413,000€. With the funding E.H. Stukenbrock 
established the independent Max Planck Research Group “Fungal Biodiversity” at 
the Max Planck Institute for Terrestrial Microbiology in Marburg, Germany.  
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